
UCSC Genome Browser Custom Track screenshot   (displaying example n.1)
CNVs on chromosome Y from three patients recorded in Decipher.

[image: image1.png]UCSC Genome Browser on Human Feb. 2009 (GRCh37/hg19) Assembly

move [ <<< [ <<|[ < |[ > |[>> |[>>>] zoomin [1.5x [ 3x |[ 10x |[ base | zoom out [ 1.5x |[ 3x | 10x ][ 100x |

chrY:104,002-867,875 763,874 bp. ‘Emevpnsmnn‘gene symbol or search terms \w

ot o2

Tl v > N R R T R

il e — e

i X Fub it ons Secuences in Serentitic At rcles it L bl

[ covn oo | e e i tcot e Folunoron sns (b i38) Found in o= iz ot sawics
Iy o iy

move start Click on a feature for details. Click or drag in the base position track to zoom in. Click side bars for track options. Drag side bars or move end
< |20 > Iabels up or down to reorder tracks. Drag tracks left or right to new position < |20 >

[ track search | | defaut tracks | | defaut order | | hide all | | manage custom tracks | | track hubs | | configure | | reverse | | resize | [ refresh |

olnes ol Use drop-down controls below and press refresh to alter tracks displayed oo al
Leollapse all | a0k with lofs of items will automatically be displayed in more compact modes. L expand all |

- | Custom Tracks

chromosomeY.
pack v
(- | Mapping and Sequencing
Base Position  Asserb BACEndPars  $2BUORCHD W S%

v v v B = Gl
dense hide hide hide P No data.chrv]
:M O©FisHClones  ® Fosmid End Pairs Gap GC Percent GRC Incident
Bllot hide v hide v hide v hide v hide v
[No data-chr¥]
GRCMap  GRCPaich

GRC Patch Hg18 Diff Hg38 Diff HiSeqDepth  INSDC

Conigs _ hide v hide v hide v hide v

hide v [No data-chrY]





Tracks displayed for this screenshot

[image: image2.png]€ - € ([ gerome-euro.ucsc.edu/egi-bin/hgTracks7db=hg198position =chr Y9%3A 104002-86 78758 hgsid=198125924_HOLGL LfsvAmdzZUiALXAmEFxhed7 7
| Use drop-down controls below and press refresh to alter tracks displayed B
i Tracks with lots of tems will automaticall be displayed in more compact modss
a Custom Tracks
chromosomeY
pack
a Mapping and Sequencing
Base Position  Assembl BACEndPars $€BUORCHD Chromosome Band @ deCODE
dense v hide v hide v hide v v ecomh
[No data-chrY]
:&NC& ® FISH Clones gi’gmﬂ Gap GC Percent GRC Incident B
[NTdﬁ[ﬁ'Chfy] hide. v hide v hide. v hide. v hide. v
SRCMAD  GRC ptch Release Ha18 Dif Ha38 Diff HiSeqDepth  INSDC
S [No data-chrY] hide v hide v hide v hide v
LRG Regions  Map Conigs S Meppabiity  RecombRate  RestErzymes  ShortMaich
hide. v hide. v hide. v hide. v hide. v hide. v
STS Markers
hide. v
a Genes and Gene Predictions
UCSCGenes ReiSeqGenes  AceViewGenes CCDS Ensembl Genes @ EvoFold
pack v dense v hide v hide v hide v hide v
Exoniph GENCODE GeneidGenes  Genscan Genes Hinv70 IiMC Genes
hide. v hide. v hide. v hide. v hide. v
hide. v
IncRNAs . LRGTranscripts  MGCGenes  D-SCAN olUCSC cenes  JRECOME
hide. v hide. v hide. v hide. v hide. v —
hide v i
OtherRefSeq  EIBTHIUCSC  Royoposed Genes SGP Genes  SIB Genes SnofmiRNA
hide. v — hide. v hide. v hide. v hide. v
hide. v
TransMap . (RNAGenes UCSCAItEvents VegaGenes  Yale Pseudo60
hide. v hide. v hide. v hide. v hide. v
o Phenotype and Literature
a mRNA and EST
Human mRNAs Spliced ESTs ©®CGAPSAGE  GeneBounds @ Hiny Human ESTs
dense v dense v hide v hide. v hide v hide v
HumanBNA o 57g OthermRNAs @ PokiA) PolyA-Seq SIB Alt-Spiicing





[image: image3.png]€ - € | [ genome-euro.ucsc.edu/ogi-bin/hgTracks b =hg198position =chry %34 104002-8678758hgsid=198125924_HDLGL LfsvdmAzZuiAUXAmEFxhed7 7%
lincRNAS LRG Transcripts ~ MGC Genes N-SCAN Old UCSC Genes £ 22t =
hide v hide. v hide. v hide. v hide. v —
hide v
OtherRefSeq  EIBMHIUCSC  Royoposed Genes SGP Genes  SIB Genes SnofmiRNA
hide v — hide v hide. v hide. v hide. v
hide v
TransMap..  RNA Genes UCSC AltEvents VegaGenes  Yale PseudofQ
hide v hide. v hide. v hide. v hide. v
a Phenotype and Literature
[- | MRNA and EST
Human mRNAs Spliced ESTs ©CGAP SAGE  GeneBounds @ Hiny Human ESTs
dense v dense v hide. v hide v hide. v hide v
Human RNA
Other ESTs OthermRNAs @ Poly(A) PolyA-Seq SIB Alt-Splicing
Editing
hide v hide. v hide. v hide v hide. v
hide v
UniGene
hide v

o Expression
a Regulation

$&ENCODE SRENC ENC
R = e DhNase/FARE
hide. v hide. v -
hide. v hide. v
NC RNA SRENCTE © Nk e
5 £SU Repli-chip
Histone Binding Binding e Seqments Lamina
hide v hide v hide v e hide v hide v
32 Stanf 32 SUNY @ SuitchGear
©0RegAme R T s TEBS Conserved TS miRNA sites
hide. v hide. v hide. v
hide. v hide. v hide. v
WCSEBran s Braintist 3% UWRepliseq  Vista Enhancers
ethyl
hide v hide. v hide. v hide. v

Comparative Genomics
Neandertal Assembly and Analysis

Denisova Assembly and Analysis refresh

Variation refresh

Repeats





CORRETTO

[image: image4.png]€ = € | [ genome-euro.ucsc.edu/cgi-bin/hgTracks 7l Y% 3A104002-8678758 hgsid=198152857_fH56bAL 1L6BHIIE30eHvS B6Z5t 7%

UCSC Genome Browser on Human Feb. 2009 (GRCh37/hg19) Assembly

move (<< [<<] [« ][> ][5> ][5> zoomin [15x] [ 3x ] [10x] [ ase ] zoom ot [15 ][ 3x ] (10 [100x]

chrY-104,002-867 875 763,874 bp. | enter poston, gene symol orseareh ferms

0 bl | hdolel| | ledelodal | |eo)onel | | kol sbel | | asd,decl | T Jog,dedt | | 4obpebl ol e edejodel | |sbelebe| | |abolonel | | 750, dodl | | Sot.0001| | bsb, bebl
| ..o
il LLLLL

i T e

Click on a feature for details. Click or drag in the base position track to zoom in. Click side bars for track options. Drag side bars or
Iabels up or down to reorder tracks. Drag tracks left or right to new position

move end

move start

[ track search | | default tracks | | default order | | hide all | | manage custom tracks | | track hubs | | configure | | reverse | [ resize | [ refresh |

collapse

Use drop-down controls below and press refresh to atter tracks displayed
Tracks with lots of items will automatically be displayed in more compact modes

a Custom Tracks
chromosomeY

full v

] Mapping and Sequencing
Base Position  Assernb BACEndPars  32BUORCHD W S%

. v v v = Gl

dense hide. hide hide. dense v [No data-chrY]
RENCODE  @FEisHClones @ Eosmid End Pairs Gap GC Percent GRC Incident
o hide. v hide. v hide. v hide. v hide. v

[No date-chrv]

CRCMa GRC Patch Ha18 Diff Ha38 Diff HiSeqDepth  INSDC
Conigs Release hide s hide s h‘\dee = hide v

hide v [No date-chrv]

LRG Regions  Map Contigs 5% Mappabily RecombRate  RestrEmzymes  ShortMatch
hide. v hide. v hide. v hide. v hide. v hide. v

STS Markers

hide. v

] Genes and Gene Predictions
UCSC Genes RefSeqGenes  AceViewGenes  CCDS Ensembl Genes @ EvoFold

hide v squish v hide v hide v hide v hide v





[image: image5.png]€ - € [[) gerome-euro.ucsc.edu/egi-bin/hgTracks?cb=hg198position =chr Y93A2824186-39407238hgsldl=198152857_fH56bd 1 68HII6306HVS BEZ9t 7
[EMERSE R Tracks with lots of iterns will automatically be displayed in more compact modes W -
a Custom Tracks
chromosomeY
full
a Mapping and Sequencing
Base Position  Assernb BACEndPars  3€BUORCHD W S% |

- v B v ecom|
dense hide. hide. hide. dense [No data-chrY]
RENCODE  @FisHClones @ Fosmid End Pairs Gap GC Percent GRCIncident
Rilot hide. v hide v hide v hide. v hide. v
[No data-chry]
CRCMa GRC Patch Ha18 Diff Ha38 Diff HiSeqDeph  INSDC
Contgs —— hide . hide . h‘\dee 5 hide v
Wde v [Nodatachy]
LRGRegions Mep Conigs 3% Mappabily RecombRate  RestrEnzymes  ShortMaich
hide. v hide. v hide. v hide. v hide. v hide. v
STS Markers
hide. v
a Genes and Gene Predictions |
UCSCGenes RefSeqGenes  AceViewGenes  CCDS Ensembl Genes @ EvoFold
hide v squish v hide v hide v hide v hide v
Exoniph GENCODE Geneid Genes Genscan Genes Hinv70 IHC_Cenzs
Mepped
hide. v hide. v hide. v hide. v hide. v
hide. v
IncRNAs . LRGTranscripts ~ MGC Genes NSCAN Ol UCSC Genes SREEOME
hide. v hide. v hide. v hide. v hide. v —
hide. v
OtterRefseq  BEMIUCSCE  Roroposed Genes  SGPGenes  SIB Genes SnofmiRNA
hide. v — hide. v hide. v hide. v hide. v
hide. v
TransMap . (RNA Genes UCSCAItEvents  VegaGenes  Yale Pseudosg
hide. v hide. v hide. v hide. v hide. v
a Phenotype and Literature
Bublications  ClinVar Variants ~ Coriell CNVs COSMIC DECIPHER GAD View
hide. v hide. v hide. v hide. v hide. v hide. v
GeneReviews GWASCatelog  HGMD Variants  1SCA LOVD Varians gw
hide. v hide. v hide. v hide. v hide. v —
hide. v
OMIM AV ® RGD Human
o OMMGenes  OMMPhenoLoci o





[image: image6.png]=2 Galaxy * ) B vuman chrviz 524, 163,54 =

€ - € [[) gerome-euro.ucsc.edu/egi-bin/hgTracks?cb=hg198position =chr Y93A2824186-39407238hgsldl=198152857_fH56bd 1 68HII6306HVS BEZ9t %) =
e [No data-chrY] he v hide v hide v he v 5
LRGRegions  Map Contigs % Mappabilty RecombRate RestrEnzymes  ShortMatch
hide. v hide. v hide. v hide. v hide. v hide. v
STS Markers
hide. v
a Genes and Gene Predictions
UCSC Genes RefSeqGenes  AceViewGenes  CCDS Ensembl Genes @ EvoFold
hide v squish v hide v hide v hide v hide v
Exoniph GENCODE GeneidGenes  Genscan Genes Hiinv7 0 I Cenzs
Mepped
hide. v hide. v hide. v hide. v hide. v
hide. v
ncRNAS LRG Transcripts~~ MGC Genes NSCAN Ol UCSC Genes  SRESOME
hide. v hide. v hide. v hide. v hide. v —
hide. v
Other RefSeq  Pfam in UCSC Gene Retroposed Genes  SGP.Genes  SIB Genes sno/mRNA
hide. v hide. v hide. v hide. v hide. v hide. v
TransMap . (RNA Genes UCSCAItEvents ~ VegaGenes  Yale Pseudo60 .
hide. v hide. v hide. v hide. v hide. v
o Phenotype and Literature
a mRNA and EST Teiosh
Human mRNAs Spliced ESTs ©®CGAPSAGE  GeneBounds @ Hiny Human ESTs
dense v dense v hide v hide. v hide v hide v
e Other ESTs Other mRNAS ©PoyA)  PoASeq SIB AltSplicing
hide. v hide. v hide. v hide. v hide. v
hide. v
UniGene
hide. v

Repeats

start

v
v
al

a





June 12th, 2014








