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PC2: 11.62% variance

All samples sc3—-normalize—-top500—-genes PCA PC1-PC2
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PC3: 6.14% variance
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PC3: 6.14% variance
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PC2: 11.22% variance

All samples sc3—-normalize—top500—genes ruvs2 normalize PCA PC1-PC2
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PC3: 5.5% variance

All samples sc3—normalize—top500—genes ruvs2 normalize PCA PC2-PC3
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PC3: 5.5% variance

All samples sc3—normalize—-top500—genes ruvs2 normalize PCA PC1-PC32
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PC2: 12.75% variance

Normal samples sc3—normalize-top500—-genes PCA PC1-PC2
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PC1: 18.49% variance



PC3: 8.97% variance

Normal samples sc3—normalize-top500—genes PCA PC2-PC3
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PC3: 8.97% variance
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PC2: 12.94% variance

Normal samples sc3—normalize-top500—genes ruvs2 normalize PCA PC1-PC2
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PC3: 8.53% variance

Normal samples sc3—normalize-top500—genes ruvs2 normalize PCA PC2-PC3
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PC3: 8.53% variance
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PC2: 13.72% variance
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PC3: 6.94% variance
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PC3: 6.94% variance

R204W samples sc3—normalize-top500—-genes PCA PC1-PC32
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PC2: 13.68% variance

R204W samples sc3—normalize-top500—genes ruvs2 normalize PCA PC1-PC2
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PC3: 7.01% variance
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PC3: 7.01% variance
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PC2: 13.57% variance

R304W samples sc3—normalize-top500—genes PCA PC1-PC2
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PC3: 4.99% variance

R304W samples sc3—normalize-top500—genes PCA PC2-PC3
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PC3: 4.99% variance
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R304W samples sc3—normalize—top500—genes ruvs2 normalize PCA variances
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PC2: 11.21% variance
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PC3: 4.84% variance
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PC3: 4.84% variance
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PC2: 8.4% variance

All samples no KRT sc3—-normalize-top500—-genes PCA PC1-PC2
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PC3: 7.61% variance
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PC3: 7.61% variance

All samples no KRT sc3—-normalize—-top500—-genes PCA PC1-PC32
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PC2: 7.81% variance

All samples no KRT sc3—-normalize-top500—genes ruvs2 normalize PCA PC1-P
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PC3: 5.6% variance
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PC3: 5.6% variance
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