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enriched go term: DNA geometric change from cluster: a_pluripotent
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enriched go term: cytoplasmic translation from cluster: b_multipotent1
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enriched go term: cellular response to leukemia inhibitory factor from cluster: b_multipotent1
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cluster: b_multipotent1

enriched go term: response to leukemia inhibitory factor from cluster: b_multipotent1
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cluster: b_multipotent1

enriched go term: RNA localization from cluster: b_multipotent1
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cluster: c_multipotent2

enriched go term: mesenchyme development from cluster: c_multipotent2
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cluster: c_multipotent2

enriched go term: transmembrane receptor protein serine/threonine kinase signaling pathway from cluster: c_multipotent2
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cluster: c_multipotent2

enriched go term: connective tissue development from cluster: c_multipotent2
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cluster: c_multipotent2

enriched go term: renal system development from cluster: c_multipotent2
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cluster: d_multipotent3

enriched go term: extracellular matrix organization from cluster: d_multipotent3
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cluster: d_multipotent3

enriched go term: extracellular structure organization from cluster: d_multipotent3
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enriched go term: external encapsulating structure organization from cluster: d_multipotent3
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cluster: d_multipotent3

enriched go term: mesenchyme development from cluster: d_multipotent3
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cluster: e_d11_1

enriched go term: actin filament organization from cluster: e_d11_1
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cluster: e_d11_1

enriched go term: wound healing from cluster: e_d11_1
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cluster: e_d11_1

enriched go term: cell−substrate adhesion from cluster: e_d11_1
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cluster: e_d11_1

enriched go term: regulation of actin filament−based process from cluster: e_d11_1
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cluster: f_d11_2

enriched go term: morphogenesis of a branching structure from cluster: f_d11_2
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cluster: f_d11_2

enriched go term: forebrain development from cluster: f_d11_2
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cluster: f_d11_2

enriched go term: axon guidance from cluster: f_d11_2
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cluster: f_d11_2

enriched go term: neuron projection guidance from cluster: f_d11_2
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cluster: g_d11_3

enriched go term: actin filament organization from cluster: g_d11_3
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cluster: g_d11_3

enriched go term: mesenchyme development from cluster: g_d11_3



pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0
1
2
3
4

CLSTN2

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

3

TLN2

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

3

WNT5A

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

3

PKP2

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

3

4

ADGRL2

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

3

4

SFRP1

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

3

CDH8

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

3

GRHL2

pluripotent

d11_2

d11_1d11_3

multipotent1

multipotent3
multipotent2

iLSCs_1
iLSCs_2

in_vitro_LSCs

−10

−5

0

5

10

−10 0 10
UMAP_1

U
M

A
P

_2

0

1

2

NTRK2

cluster: g_d11_3

enriched go term: cell junction assembly from cluster: g_d11_3
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cluster: g_d11_3

enriched go term: cell−substrate adhesion from cluster: g_d11_3
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cluster: h_iLSCs_1

enriched go term: skin development from cluster: h_iLSCs_1
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cluster: h_iLSCs_1

enriched go term: regulation of actin filament−based process from cluster: h_iLSCs_1
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cluster: h_iLSCs_1

enriched go term: wound healing from cluster: h_iLSCs_1
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cluster: h_iLSCs_1

enriched go term: epidermis development from cluster: h_iLSCs_1
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cluster: i_iLSCs_2

enriched go term: Golgi vesicle transport from cluster: i_iLSCs_2
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cluster: i_iLSCs_2

enriched go term: epidermal cell differentiation from cluster: i_iLSCs_2
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cluster: i_iLSCs_2

enriched go term: epidermis development from cluster: i_iLSCs_2
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cluster: i_iLSCs_2

enriched go term: protein localization to cell periphery from cluster: i_iLSCs_2
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EGFR

cluster: j_in_vitro_LSCs

enriched go term: wound healing from cluster: j_in_vitro_LSCs
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CDK6

cluster: j_in_vitro_LSCs

enriched go term: cell−substrate adhesion from cluster: j_in_vitro_LSCs
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MYH9

cluster: j_in_vitro_LSCs

enriched go term: ameboidal−type cell migration from cluster: j_in_vitro_LSCs
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ACTN1

cluster: j_in_vitro_LSCs

enriched go term: actin filament organization from cluster: j_in_vitro_LSCs


