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enriched go term: DNA replication from cluster: a_pluripotent
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enriched go term: RNA splicing from cluster: a_pluripotent
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enriched go term: DNA geometric change from cluster: a_pluripotent
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enriched go term: regulation of chromosome organization from cluster: a_pluripotent
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enriched go term: cytoplasmic translation from cluster: b_multipotentl
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enriched go term: cellular response to leukemia inhibitory factor from cluster: b_multipotentl
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enriched go term: response to leukemia inhibitory factor from cluster: b_multipotentl
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enriched go term: RNA localization from cluster: b_multipotent1
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enriched go term: mesenchyme development from cluster: ¢c_multipotent2
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enriched go term: transmembrane receptor protein serine/threonine kinase signaling pathway from cluster: ¢_multipotent2
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enriched go term: connective tissue development from cluster: ¢_multipotent2
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enriched go term: renal system development from cluster: ¢_multipotent2
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enriched go term: extracellular matrix organization from cluster: d_multipotent3
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enriched go term: extracellular structure organization from cluster: d_multipotent3
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enriched go term: external encapsulating structure organization from cluster: d_multipotent3
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enriched go term: mesenchyme development from cluster: d_multipotent3
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enriched go term: actin filament organization from cluster: e_d11l 1
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enriched go term: wound healing from cluster: e_d11 1
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enriched go term: cell-substrate adhesion from cluster: e d11 1
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enriched go term: regulation of actin filament—based process from cluster: e d11 1
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enriched go term: morphogenesis of a branching structure from cluster: f d11 2
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enriched go term: forebrain development from cluster: f d11 2
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enriched go term: axon guidance from cluster: f d11 2
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enriched go term: neuron projection guidance from cluster: f d11 2
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enriched go term: actin filament organization from cluster: g_di11 3
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enriched go term: mesenchyme development from cluster: g_d11 3

ACTC1
10 -
pluripotent
51n_vitro_LSCs rg]ultipotentl
0 multiébtent:
mult'.potentB
51 di1’
iLSCs 2dll 2
-10 - iLSCs_ 1
~10 0 10
UMAP_1
MDK
10 - st
pluripotent
51n_vitro_LSCs ‘ -'@Uﬂiﬁ@t.entl
3 '*‘
0 multlﬁetent:
multlpé‘tentB
& »q‘,
-5 1 d11’ 1‘}@
|LS.C$~ 2&:4
_10 _ |LSCS 1%‘
~10 0 10
UMAP_1
ACTA2
10 -
pluripotent
5 4n_vitro_LSCs multipotentl
0- muItipaIent:
multlptxtentB
-5 1 o1, 11 3
iLSCs 2d11 3
-10 - iLSCs_1 R
~10 0 10
UMAP_1

o N b~ OO

O Fr N W

OFRL, NWAAOU

HAND1
10
pluripotent
51n_vitro_LSCs Tpltipo}entl
A
0 - multipotent:
multipotent3
=51 d11_tiTEe3
iLSCs 2dll "
-10- iLSCs_1 -
~10 0 10
UMAP_1
SEMAGD
10 A
pluripotent
5 qn_vitro_LSCs multipotent1
0- multipetent;
muItipotent3
=51 dll it 3
iLSCs ~2d11 >
-10 - iLSCs_1
~10 0 10
UMAP_1
GATA3
10 A
pluripotent
5 qn_vitro_LSCs multipotentl
0 - multipotent:
multipotent3
=k i1 1aies
.
_10- iLSCs 1+
~10 0 10
UMAP_1

O Fr,r N W b

O Fr N W b

n_vitro- LSCs

SEMASA

pIUrlpotent
: multlpotentl

rnﬁultipoiotent:
muItipe’tent3

em m:a

|L~ﬁ§g_1 dI;“-Z

n_vitro_LSCs

O 10
UMAP_1

WNT5A

pluripotent
multipotentl

maultifioient:
multipotent3
d11 o113
LSCs!:2

iSCs gy 1R

O P N W

-10

n_vitro_LSCs

0 10
UMAP_1

EDNRB

plurjbdtent
- multipotent1

multipotent:
multipotent3
di1’ 1143
iLSCs 2dll .
iLSCs_1

-10

0 10
UMAP_1

cluster: g_d11 3



enriched go term: cell junction assembly from cluster: g_d11 3
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enriched go term: cell-substrate adhesion from cluster: g_d11 3
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enriched go term: skin development from cluster: h_iLSCs 1
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enriched go term: regulation of actin filament—based process from cluster: h_iLSCs_1
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enriched go term: wound healing from cluster: h_iLSCs 1
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enriched go term: epidermis development from cluster: h_iLSCs 1
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enriched go term:
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enriched go term: epidermal cell differentiation from cluster: i _iLSCs 2
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enriched go term: epidermis development from cluster: i iLSCs_2
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enriched go term: protein localization to cell periphery from cluster: i iLSCs_ 2
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enriched go term: wound healing from cluster: j_in_vitro LSCs

KRT6A
101
pluripotent
7 ltipotentl
N| 5 n_@ts multipoten
% 0 1 multipotent:
= multipotent3
)
-5+ , 1L f11_3
d#@C B
~10 6 10
UMAP_1
CD44
10 1
pluripotent
~ 5-n_@ts multipotent1
% 0 1 multipotent:
= multipotent3
)
=51 dll- 113
ikSCs 2
-10 - ié@s_l dll 2
~10 0 10
UMAP_1
DCBLD2
10 N
pluripotent
~ 5-n_\&Cs . :"ar‘?ultipo_:t.entl
% 0 1 multif)otent:
= muItip‘otentS
)
=k di1 113
ILSCS 2.
_10_ |LSCS 1 dll Z
~10 0 10
UMAP_1

SO r N W OFrRLNWSAOU

O Fr N W b~

F3
10
pluripotent
54 n_@ts multipotent1
0 - ‘ multipetent:
muItipotent3
-5 1 (:1211 o
SC
'{L 13“ dil 2
_10 -
~10 c') 10
UMAP_1
CAV1
10 A
pluripotent
5 - n_x&ts multipotent1
01 multipotent:
muItlgétentB
-5 - p prf xm 3
o fd 411 2
i
_10 -
~10 0 10
UMAP_1
IL1A
10 A
e pluripotent
51 n_\’igg;'s!ggcs multipotent1
01 multipotent:
multipotent3
-5 1 dil' 111 3
ALSCs_ d11 2
-10 - ILSCS 1
~10 0 10
UMAP_1

SOFrLrNWD

OSOFr, N WA

O r N W

THBS1
10 l A
pluripotent
51 n_@ﬁs multipotentl
; 4
0- multipotent; 3
multipotent3 2
=] iLSC Cg ﬁli 3 é
iLSCs: 2
~10- LSCs 1 a2
~10 0 10
UMAP_1
NRG1
10
pluripotent
multipotentl 5
: 4
multipotent: 3
multipotent3 2
d11 ©11 3 1
LSCs 2 © 0
-10 |LSCS '1 =
~10 0 10
UMAP_1
EGFR
10
pluripotent
54n ws multipotent1
_ ! 4
0 - ’ multipotent. 3
multlpotent3 2
-5 & 1
0
_10 -

-10

cluster: j_in_vitro_LSCs



enriched go term: cell-substrate adhesion from cluster: j_in_vitro LSCs
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enriched go term: ameboidal-type cell migration from cluster: j_in_vitro_LSCs
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enriched go term: actin flament organization from cluster: j_in_vitro LSCs
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